A simple microcomputer program for predicting the secondary structure of proteins.
An Applesoft BASIC program is presented which applies the Chou-Fasman and Garnier-Osguthorpe-Robson rules for predicting the secondary structure of proteins. This program plots the result of predictions and shows the charge distribution and the consensus prediction. The program is run on an Apple IIe and the results are printed by an Imagewriter printer.